Key indicators: single-crystal X-ray study; T = 193 K; mean (C-C) = 0.004 Å; R factor = 0.057; wR factor = 0.174; data-to-parameter ratio = 20.5.
Related literature
The title compound was prepared as a reference compound in a project focusing on chromophores and fluorophores based on quadrupolar donor-acceptor substituted stilbenoid systems, see: Detert & Sugiono (2005) ; Schmitt et al. (2013); and Nemkovich et al. (2010) . In comparison to the sterically non congested derivative lacking the diisopropyl substitution (Schollmeyer & Detert, 2011) , the sterical hindrance around the amino group shifts the UV-vis absorption about 70 nm to the blue and inverts the positive to a negative solvatochromism.
The unit cell is filled with two independent molecules A, B. Parallel layers of molecules A and B are twisted by 79.42 (3)°. As A and B are very similar, only the structural features of A are discussed. The π-system is composed of four almost planar subunits with torsion angles of ±1.6° between nitro group and adjacent phenyl ring. The nitro group is planar (angle sum at N18 = 360°) and the bond length C12-N26 [1.460 (4) Å] is slightly shorter than that of the noncongested analogue, this also holds for the bond lengths of the vinylene group. The torsion angles between the planes of the phenylene rings and the connecting vinylene unit are larger: C6-C1-C7-C8 [175.8 (3)°] and C7-C8-C9-C14
[171.6 (3)°]. Even the vinylene group is twisted: C1-C7-C8-C9 [177.8 (3)°]. Steric congestion around the amino group elongates the aniline C-N bond: 1.434 (3) Å in comparison to 1.385 or 1.378 Å for the compound without 2,6diisopropyl substitution. Furthermore, the substituents in the 1,2,6-positions adopt an anti,anti conformation with torsion angles of 5.0 (4)° (C15-C3-C4-N18) and 3.7 (4)° (N18-C4-C5-C23). The amino group is pyramidal with an angle sum of 350° on N18. This and the dihedral angles C3-C4-N18-C19 [-69.7 (3)°] and C3-C4-N18-C21 [106.9 (3)°] are structural indicators for an electronic decoupling of the amino group from the acceptor-substituted stilbene unit and therefore the inhibition of the charge transfer and the blue-shifted absorption band in the UV.
Experimental
The title compound was prepared by adding potassium tert-butylate (0.167 g, 1.5 mmol) under nitrogen to a cooled solution of 4-N,N-diethylamino3,5-diisopropylbenzaldehyde (0.26 g, 0.6 mmol) and diethyl p-nitrobenzylphosphonate (0.313 g, 1.1 mmol) in THF (anhyd., 40 ml) and the mixture was stirred for 40 min at 273 K and for further 1 h at ambient temperature. Water (70 ml) was added, the mixture was extracted with chloroform (3 x 30 ml) and the pooled organic solutions were washed with brine (3 x 20 ml), dried (MgSO 4 ), concentrated in vacuo and the title compound was isolated in 80% yield from the red oil by chromatography on silica gel using petrouleum ether / ethyl acetate (9 / 1).
Yellow needles with with m.p. = 408 -409 K were obtained by slow evaporation of a solution of the title compound in methanol/chloroform.
Refinement
Hydrogen atoms were placed at calculated positions with C-H = 0.95 Å (aromatic) or 0.98-0.99 Å (sp 3 C-atoms). All H atoms were refined in the riding-model approximation with isotropic displacement parameters (set at 1.2-1.5 times of the supplementary materials sup-2 Acta Cryst. (2013) . E69, o1785-o1786 U eq of the parent atom).
Computing details
Data collection: X-AREA (Stoe & Cie, 2011); cell refinement: X-AREA (Stoe & Cie, 2011); data reduction: X-RED (Stoe & Cie, 2011); program(s) used to solve structure: SIR97 (Altomare et al., 1999) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: PLATON (Spek, 2009); software used to prepare material for publication: PLATON (Spek, 2009).
Figure 1
Crystal structure of the title compound with labeling and displacement ellipsoids drawn at the 50% probability level.
Second molecule and hydrogen atoms omitted for clearity. 
(E)-N,N-Diethyl-2,6-diisopropyl-4-[2-(4-nitrophenyl)ethenyl]aniline

Data collection
Stoe IPDS 2T diffractometer Radiation source: sealed X-ray tube, 12 x 0.4 mm long-fine focus Plane graphite monochromator Detector resolution: 6.67 pixels mm -1 rotation method scans 21656 measured reflections 10640 independent reflections 3887 reflections with I > 2σ(I) 
where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max < 0.001 Δρ max = 0.25 e Å −3 Δρ min = −0.24 e Å −3 Extinction correction: SHELXL97 (Sheldrick, 2008) , Fc * =kFc[1+0.001xFc 2 λ 3 /sin(2θ)] -1/4 Extinction coefficient: 0.0087 (11)
Special details
Experimental. 1 H-NMR (CDCl 3 ): δ = 8.22 ("d", J = 8.8 Hz, 2 H, 3-H, 5-H, Ph-NO 2 ); 7.64 ("d", J = 8.8 Hz, 2 H, 2-H, 6-H, Ph-NO 2 ); 7.27 (d, J = 16.3 Hz, 1 H, vin); 7.27 (s, 2 H, 3-H, 5-H Ph); 7.08 (d, J = 16.3 Hz, 1 H, vin); 3.51 (sept, J = 6.9 Hz, 2 H, 2-H, i-prop); 3.09 (q, 4 H, NCH 2 ); 1.23 (d, J = 6.9 Hz, 12 H,1-H, 3-H i-prop); 1.05 (t, J = 7.1 Hz, 6 C CH 3 et) 1.27 (m, 12 H, CH 2 ); 0.90 ("t", 6 H, CH 3 ). 13 C-NMR(CDCl 3 ): δ = 150.4 (C-1, Ph), 146.9 (C-4 PhNO 2 ), 146.7 (C-1 PhNO 2 ), 144.5 (C-2, C-6 Ph), 134.0 (C-1 vin), 124.3 (C-2, C-6 PhNO 2 ), 123.0 (C-3, C-5 PhNO 2 ), 49.3 (NCH 2 ), 28.0 (CH i-pr), 24.6 (CH 3 i-pr), 15.4 (CH 3 et). IR (ATR) 2959, 2931, 2871, 1633, 1590, 1512, 1457, 1336, 1186, 1105, 964, 862, 745, 6890 Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
